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Inventor(s): Masahiro IWAMOTO, Yoshinobu HIGUCHI, Maurizio PACIFFICI, 
and Joel ROSENBLOOM 
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1 . This new application is for a: 

[X] Utility [ ] Design [ ] Plant 
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Pages of a foreign language specification including 
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Page(s) of Abstract 

Sheets of [X] FORMAL [ ] INFORMAL drawings containing 
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[ ] The enclosed drawing(s) are photograph(s), and there is also attached a 
PETITION TO ACCEPT PHOTOGRAPH(S) AS DRAWING(S) 

3. Combined Declaration and Power of Attorney 

[ ] Enclosed - and is executed by all inventors 
[X] Not Enclosed 

This application is being filed under the provisions of 37 C.F.R. § 1.53(d). 

Applicant(s) await notification from the Patent and Trademark Office of the time 

set for filing the Declaration and paying the filing fees. 
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This application is being filed in accordance with 37 C.F.R. § 1.52(d) and §608.01 
of the MPEP. Applicant(s) await notification from the Patent and Trademark 
Office of the time set for filing the verified English translation and the processing 
fee. 

5. Assignment 

[ ] is attached and Assignment of the invention is to 

[ ] also enclosed is the Form PTO 1595, Recordation Form Cover Sheet. 

[X] will be filed at a later date 



6. Certified Copy 

Application(s) from which priority is claimed are: 



Country 


Application No. 


Filed 















Certified copy(ies) is/are [ ] attached [ ] will follow 



7. Small Entity Statement(s) 

[ ] Verified Statement(s) that this is a filing by a small entity under 37 C.F.R. §1.9 
and §1.27 is(are) attached. 

8. Fee Payment 

[X] Not Enclosed. 

NO FEE IS BEING PATD BY CHECK OR DEPOSIT ACCOUNT AT THIS 
TIME. 

This application is being filed under the provisions of 37 C.F.R. §1. 53(d). 
Applicant(s) await notification from the Patent and Trademark Office of the 
time set for filing the Declaration and paying the filing fees. 

[ ] Enclosed. 

A check in the amount of $ representing the filing fee of $ and 

an assignment recording fee of $ is enclosed. 

Except for issue fees payable under 37 C.F.R. §1.18, the Commissioner is 
hereby authorized by this paper to charge any additional fees during the entire 
pendency of this application including fees due under 37 CFR §1.16 and §1.17 
which may be required, or credit any overpayment to Deposit Account 
13-4520. 
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9. Additional papers enclosed. 

[ ] Information Disclosure Statement 
[ ] FonnPTO-1449 
[ ] Citations 



Please accord an application number and filing date. 



Dated: June 18, 1997 

MORGAN, LEWIS & BOCKIUS LLP 
1800 M Street, N.W. 
Washington, D.C. 20036 
(202)467-7000 
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EtsEU ^#J> avian acute leukemia virusE260iHi££^i: bTBffl^tlfco 
X\^ho %<D-fts Ets gene superfaiiily©^tl^^#ffi{*^i:A,OTe»tl,XV> 

Ets related g«M(6«)tf«#^»ttfcW«C»«l/T^*ck^ 



J 



EUfck c-er gOcDNAO&SlB^JM^^^ftSc-e r g£> 

HI 28:, c - e r g ^ w^^t Kt ^7 ^ >t^t» ccT-ET 
Atter«/etslE¥S&14 b* * -f >v NRT&jjfc^M^M F * -f >\ EDBfterg/etsD N 

ElStk (»^!2-4) -C«^nfeRT-PCRii*Sjittft^tS^t«lcO 
1 1 fc^jSI-So 

@4tiu Rcas (RCAS©»IfiSfe^*fc#^«Wa) , c-erg-Ll4 
( c - e r g -b >Xi^XR C A S tfef f ») s Mc-erg- 

L4 4 ( c - e r g 7>f -fe >^iiAR C A S-Ci^i^tfctf ») 0DN 
A£$te&itttU;fc*5££m"r«> 

H5& Rcas (RCASO»**^-&fc#*BJB) v C11-L14 (C 
-1 l"fe>X^ARCAS-eS^$-yfe#^») 0DNA*fiM&aJfc«l/fc 

Rcas (RCAS®»?tfef») s c-erg-L14 
( c - e r g -fe >7I$AR C A S ^fef ») > 2fctfc-erg- 
L4 4 ( C -erg7>^-fe>^®»ARCASTJfiffe^-«-fe#^fiJia) 

07&, Rcas (RCAS©«$*feff*) N CI 1-L14 (C 
-1 Hz>Xtl^ARCAST«^^fc#^«) ©?i^ t ;7t^77^- 



g]9£s c-erg-L14 (-fe^XfiO RCAST'€&Ufc#£« (_t^ 
fi) c-erg-L44 (7>f-*>7>m) RCAS-C^bfe^JffliB 

BlOtts RCAS©»JSM£$^fc#^IBI6iis c-erg-Ll4 
$Q RCAS«bfefMJ:s c-erg-L44 (7>y*±>zm) R 
CAS"e^bfe#^«fcs C11-L14 RCAST'^bfe 

ft) RCAS^»Lfe#^|ffljj@J:s c-erg-L44 {7 R 
CASTfJ*»Ufe#^«l«)atx C11-L14 (-feVXtt) RCASt?«}SSbfc 
#^«CD^O5^'fc«^0aS^7^>3y1f (von Kossa) &fiT*$J 

^>T?-aift6bfc*S**^T¥^*5 (£1#I) c 
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Sfia^ft^ufeo £?>£s f6a»^?fc*t>=i-i<s:h,s*>^5i (c-i 

A5#U<*k *»UBtk filT© (a) Xtt (b) ©C-l 
(b) (a) t*^t:i%U<H:«»©T$y»tf^ Klfcfe 

Sfcx JUT© (a) Xtt (b) 0c-erg^>^MttfW5 

(b) TSSWBM (a) USl^lfcU^gSeor^Btf^ 
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1 iiiiRNAXH:c-ergmRNAM&tia^t5C:tt:J:D«^tS±^& 
^&tx ±1BC-1 K X£c-erg*>^£fCCttt~5lnflyfeE^Tffill& 

*»BB^ c-1 Static- erg^W^RCWr^tfi. 

*f6«Ht±, (a) fr£ (d) STJC^fn*— ofc-2B*©^> 

( a) RBJ&©ffi#i#^ 2 t|B«ff>7' * J 8K3*Jfr % 

(b) TSSfflOM (a) C^THKM®7Ui»s SSI* 
b < BtftiPS ft £ 7" S J WSMff & 5 % ^IBEiftlM^t 3 £ - 

(d) T^MEI (c) fc^lvrlfelXttfctta^^fifffcSk ft&fc 

u < isttfln;* titer * ^ ftEai *» ft a & s froifflj&E#ft*wwtste££'f 5 £ > 
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*fc, C-l lgfc?X&c-ers^fc^£^Cl~£E^£Jl& 

DNA xtf^S/UJtf&ft 
cDNA ffltfffiJDNA 
RNA U^SK 
mRNA ^7t>^t-ENA 
A 7f-> 

C ^f->>- 
g ?7~y 

T ^ > 

c-i igffi^g>m«L gfeis 
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fco-ca&a mpmvmpm^i) . #^pj»$$T$?t^\ c-i lae* 

ft*fltjfctt % ->7 HJ4B-1 O0j&J;>>£RNA(total RM)£fcfjffibT, 
IS?tfc©%s c-ergMC-1 lfifc?©£«^tfrfcPCR&fc<J:»; 

£©HH£fci^tB&:75>^-fcL'T(±x ^c-ergt, C-l 
mmthbOt^TttTVC 1 lB^J^C 1 1 CjPW 6tl£o 
CI IB : 5' -CACATTATG GCAAGCACTATTAAGG- 3 ' 
C 1 1 C : 5 ' - C AC TT AGT AG T AGGT GC C AAGAT G G — 3 ' 
C 1 1 A : 5 ' -AT CTTGAT CAC ATTATGGCAAGC- 3 : 
7*5-f v-C 1 IBfcC 1 1 CftflefflbfcStefcfck 1446hptl355bp0 2#0;i 
VFtfiHSbs 1446bpttc-e rgT, 1355bpttC-l 1T*&§ 0 iifcx 7*t^ 
T-C 1 1 AfcC 1 1 C£<£flJbfe©££&s 1454bp (c-erg) 1373b (C 
-11) 0 2a©DNAtf8«Rrt&T?&*c 

l>fn©«£*RT-PCR&ttii, l/zgCD£RNA£3£&^U &^"£2u 
nitGDTaq* IM ? — bTx erCT 1 #\ 72*CT* 2 £\ 95°CeiO#©301r 

•*?4>#£££tK C-l 15tfe^#aM^^c^^Hjigt^2»o 

C-l l^W^Wo 
C-l lAteW«a^Jfr&«»£;ft5C-l iEWaoE 
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^Rrtif&S (Gene Transfer and Expression: A Laboratory Manual by Micha 
el Kriegler, HLH. Freeman, and Company, New York (1991)^29-56.) <> gbiz^ 

mm & asss^tMTSjf set m n ^mommr^ § «. 

c-e r g»Wl»ff 

C-l 1ft w^HKi&f jrp-^Vjfift ) 
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0c-fb»ttJaf*©«IIS»ffili^ ftftteCttx TU1fD>l/y K (Alizarin Red)S£ 

ergfc&fs C-ll^y^m c-erg^W^Is C- 
-C£ft.<b£i: MJ^H^bfflWc^ < @*©£J£U 

^^^-tSS^s ±IE©s erg^W ergififc^s C-l 
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l^Wtm c-erg^W C-l l?t£?Xftc-er gitfc?£ 
^DUftftfcfis c-erg, C- 1 1 * >/^M£$ii&*;^>^£^ 

(HMD C-l lafe^^c-ergaftfi^HJB 

1 8 HB®=^7 V UEJ: i>»#S#Kl/Tv £RNA£$tf}Ufc (Iraoto-M 
^ Microscopy Research and Tecanique(1994) 28 : 483-491 ) 0 H^^fcRNA 
S3»te¥fts c-ergOia-r^ F CRr^-fT- (C 

1 lAilCl 1C N £b<&Cl lBtCl 1C) &J8VvCBrCT?l#\ 72 D C^ 

ifibTQiaexII gel extraction kittQiagen, Germany) T*DNAgf#£5t^:Ufe 0 
dftftPCRII'***- (In?itrogen,CA,USA) fctWP-~>$fL;fcfiL & 
^ffi?!lftDideoxy?£fcJ:l>^Ufc, ^cD^*C 1 IA^CIICcdt^t 
-^r-T?i§IB?nfcl454bpDNA»r)tttc- e r g (Mechanism of Develops 
nt (1995) 50, 17-28) 1373bpcDD N AWtf'<D8y&£ftI&. 

&3rM*i2*J£C- 1 1 fc£ftttfc«> 

£fc, CI 1 BhC 1 1 Corv^T-^Sffl^-CifilS^nftDNAWf^ 
1446bptl335bp<!D2a«n«*^fetfs Sy^tt c - e r gt*& 5. &mi;C-l 1 
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Aft^n-^i/^U*o ^Silfc^ffl^P-^^ »S*r7>fV-*^V^T 
JUT© (^ffifcl2- 1) (HJB012-8) fck ±IBf#£^fc c - e r gift 

±iB<7)^D-->^Ufec-e r g^s RCAS^?#- (Journal of Virol 
ogys Oct. 1987, 3004-3012JI#jH) ©Clal sitefc^ (c-erg) 
r>^-fe>JX (AS-c-erg) ©faSMft^Htf Ufc. ± 

±!3©WP-->^Ufec-ergMAS-c-erg^tSRCA 
s ^ b yj&$fti£if(U&K »; ymifris*? A£ife&(Chen, C 

and Okayama, H (1987), Hoi. Cell Biol. 7, 2746-2752) &JH^ti&AU £A 
SfflJBaiOX^Jftffilfil*^#DMEM»* (BBfSt«m#«f^ &»> fc"C3 7'C*e 

y bCDK^aJSJRfciJ; *)^JHbfe(Ceiitriprep, Amicon*t,MA, USA) (feCFv i 
rus-CMfctl.) « 

J: t) tn^ nfe -f saws 1 1 fc* 



it 



(Rous Sarcoma Virus) ©^aroftittfcfc^HifcU WtfCLTRSfe'PT' 
5 ^7x^yaV (transfection) fcffiHbfcE** (culture) t^Tfcfs 

life. i»£SF#&fe0fc»U 4 8tfH*©^fc*4***> fc ** t ^ 

fee 

S&flgbfc (Ivamoto et al. J.Biol. Chen., (1993 ) 268(13): 9645-52)) . 

C^#^M£#^UT$£! bfc (Developmental Biology, 122, p49-60(198 
7))o 



#^®QB&£P 1 9 ^^(Developmental Studies Hybridoma Ban 
k)4M^Tffefet"*^fctJ:!3ll-^fc (Potts.W.H. et al.J.Gen.VioL ,68,3177- 
3182(1982)) o 

nam 2 - 3 ) ttv&t&Hffiti»& owum* 

(HJi0i 2 - 4 ) c-er gfcfc^ C - 1 1 3ftte7-0»»cM*£ 

RT-PCR&£fro£ 0 

Iwamoto^dwaaoto^ Microscopy Research and Technique 28, 483-491(199 
4))£>£&C £ D - 7 h tf 18BKOfl@#miS©^R N ASlifi Lfco CCDRNA 

L, MD, USA)££bDNAC^bfc&> El 2 fc>fsSn*c-ei«* Wt^JtJtfc? 
OETA^^ (erg/etste¥iStt«#) NRT^^ (<&5®tt»{|!l«8S» 

mmzmtzryj^-c 1 1 Ax c 1 1 c (*n^ffl^ss<0E#i#*5fc«fc 

iaomRNAtf«i*Ji, c-ergaafSnF (473bp) k V 7 *- AC-11 

gfc^ #392bp£;ry p k UXlb^fec 



13 



LT^U tm%m%.my7>\'£\stz> ±?tl 0 O/Uk:0.1g/iiilcDDABA(3, 
5-diaiinobenzoic acid dihydrochloride)20D^ 1 £fla£x 65°C 
TM >^jl^- h 2N BC1 1 %M$-Tm>%&± L-fc„ 

it&* mw%£VMmkm%%.%i*m%istz 0 

Re as (XftRCAS) c-e 
rg-L 14 4:14s c-ergCt^imtfeRCASSs 3lfc. c-e 
r g-L4 4 kfts c-e r g®7^-fe VXi^f A tfeR C A S ^ 

Cll-L14fck C-l l©Hr>xm^#AbfeRCAS^Si*r^ 

Ultc-erg LfcV^R C A S fctiC5l©DNA^l©»^ 

-SHSrarA^fcs C-l lmufeC 1 1 -L 

T^fcV** 7 r Eato^©^fc^t>Tfx-3fe (Kato.Y. eta 

l.Endocriiology, 127, pll4-118(1990)) Q 

±^©^;u^7 y ftz 7 7 $ -H??SteB:, 0. 5flMpNP(para-nitrophenyl phosphat 
0.5mM Mgei 2 £#fr0.5M Tris/HCl buffer(pe8.Q)+-eill&Ufe« S#ltttt37 
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c - b r g ft#MyfeH C A S *ffl^fcfi*SH 6 fcSU. HJHfcfcSRC 
Vmts C-l l£#AbfcCl 1-L14 (Hz***) 0«r©«*tH7 



(£flfc0l 2 - 7 ) Alizarin Red&£ 

±£HUfc#5W (8HH»1 2BI) *x PBS (phosphate buffer saline) 

t|c C 7" U If 1 ) > U y P S (sodium alizarin sulfonate, ffJ^^H) £ 1 % £ & £ 
£5fc«#U 0.1NH 3 T'pH6.3~6.4tW 4init*S2«fitfc, US 
bx JS&bfco 

H 8 fcf&TOfc 1 9 B Bfc WIOS*«3R0SKft«!Jtt*fi*7 U if U > V y K 
T?«!^bfe|g**^bfeo ^fe£nwfc^«uninfected) AVRCAS^. 

-erg-L14 (c-e r ^>«ARCAS) tt* c-erg-L44 
( c -erg7>^ >*£i& AR CAS) fcittt bTffi*0"e& -3 ft „ 

H9tt* CI 1-L 14*AbfeRCAST?tt. 70*0 KTf 
a«bfctt3k Si:^irS^fb«^B?>tv^^ci:^^bTV>$. 

^S50tYbt)^«M©Jfcmi:bT01 OKI*. 7 Vif U VI/* KfcJ;4§fefi® 
IS**^bfco RC AS afl^^bfefflB^MKfttt^^Wfc^^^* 
£#T?ttttt 2> £x c-erg-L44 ttffit>rfr&5KftftJSSi#:&®W*J# 
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%t>hh&s c-erg-L 1 4?\m&Gmb®&M&$Pffl£h"£^%Zb, 

ci i-L i ^mzfeft^mteh-c^zzttftifrZc 

imfcffl 2 - 8 ) von Kossa Ifefe 

von Kossa 3ft£fc*^T^ Alizarin Red*££ITOs c-«g-l48^ttflBi¥(MA 

z. t ft &#$£ttfflISR©fc^ ic J: 5 lift < s c-erg-L14 

ZllWJll-L14jW8efi5Jt:WIIMao5K'fb (IIIBSfc D Afttfi) S 

BWJ*-^ : 1 
UHCD-SiS : 1447 
W&\<DM : 
ttoft : 1 *« 

&AATTCCGCG AACGAATAAT TATTATTA&C MTTATTA&C GATCAATAAT CTTGATCACA TT 62 
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ATG GCA AGC ACT ATT AAG GAA GCA TTA TCA GTG GTG AGT GAA GAC CAG 110 

TCC TTG TTT GAG TGT GCC TAC GGA TC& CCC CAC CTT GCA AAG ACA GAA 158 

ATG ACA GCC TCC TCT TCC AGT GAA TAT GGG CAA ACA TCA MG ATG AGC 206 

CCG CGC GTT CCC CAG CAG GAC TGG TTA TCA CAG CCC CCG GCC AGA GTT 254 

ACC ATT AAG ATG GAG TGT AAC CCA AAC CAG GTT AAT GGG TCA AGG AAT 302 

TCA CCT GAT GAC TGC AGC GTG GCA AAA GGA GGG AAA ATG GTT AGC AGT 350 

TCA GAC AAT GTT GGG ATG AAC TAT GGA AGC TAC ATG GAA GAG AAG CAT 398 

ATT CCG CCT CCA AAT ATG ACA ACC AAT GAA CGA AGA GTT ATT GTG CCA 446 

GCA GAT CCT ACG TTA TGG AGC ACA GAC CAT GTA CGG CAG TGG CTG GAG 494 

TGG GCA GTG AAG GAG TAT GGT CTT CCA GAC GTG GAC ATC TTG TTG TTC 542 

CAG AAC ATT GAT GGG AAA GAG TTG TGT AAA ATG ACC AAA GAT GAC TTC 690 

CAG AGA CTC ACG CCG AGC TAT AAC GCA GAT ATC CTC CTG TCA CAC CTA 638 

CAC TAC CTC AGA GAG AGA GGA GCC ACT TTT ATT TTT CCA AAT ACA TCA 686 

GTT TAC CCA GAA GCA ACG CAA AGA ATA ACA ACA AGG CCA GAT TTA CCT 734 

TAT GAG CAA GCG AGG AGA TCA GCG TGG ACG AGT CAC AGC CAT CCC ACT 782 

CAG TCA AAA GCT ACC CAA CCA TCA TCT TCA ACA GTG CCC AAA ACA GAA 830 

GAC CAG CGT CCT CAG TTA GAT CCT TAT CAG ATT CTT GGA CCG ACC AGC 878 
AGC CGT CTT GCA AAT CCA GGG AGT GGG CAG ATA CAG CTA TGG CAG TTC 926 
CTA CTG GAG CTT CTG TCG GAC AGC TCC AAC TCC AAC TGC ATC ACC TGG 974 

GAG GGC ACA AAT GGG GAG TTC AAG ATG ACA GAC CCT GAT GAA GTG GCT 1022 

CGG CGT TGG GGA GAG AGG AAA AGC AAA CCT AAC ATG AAC TAT GAC AAA 1070 

CTC AGC CGT GCA CTT CGC TAC TAC TAT GAC AAA AAT ATT ATG ACT AAA 1118 

GTT CAT GGT AAA CGC TAT GCC TAC AAA TTT GAT TTC CAC GGA ATC GCT 1166 

CAG GCC CTC CAG CCT CAC CCT CCA GAA TCA TCC ATG TAC AAA TAC CCA 1214 

TCA GAC CTC CCC TAC ATG AGT TCC TAC CAT GCA CAC CCC CAG AAG ATG 1262 

AAC TTT GTA GCT CCC CAT CCC CCT GCT TTG CCC GTA ACC TCA TCC AGC 1310 
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TTT TH GCT GCC CCT AAT'CCA TAC TGG AAT TCA CCA ACT GGA GGC ATC 1358 
TAC CCC AAT ACC AGG CTG CCA GCT GCT CAT ATG CCT TCC CAT CTT GGC 1406 
ACC TAC TAC TAA GTG GGGAAAGAAA GAAAGCGCCA AGAAAA 1447 

iffiWOfi* : 451 

wiom : r^jm. 
EM 



Met 


Ala 


Ser 


Thr 


lie Lys 


Glu 


Ala 


Leu 


Ser 


Val 


Val 


Ser Glu Asp G1d 


16 


Ser 


Leu 


Phe 


Glu 


Cys Ala 


Tyr 


Gly 


Ser 


Pro 


His 


Leu 


Ala Lys Thr Glu 


32 


Met 


Thr 


Ala 


Ser 


Ser Ser 


Ser 


Glu 


Tyr 


Gly 


Gin 


Thr 


Ser Lys Met Ser 


48 


Pro 


Arg 


Val 


Pro 


Gin Gin 


Asp 


Trp 


Leu 


Ser 


Gin 


Pro 


Pro Ala Arg Val 


64 


Thr 


lie 


Lys 


Met 


Glu Cys 


Asn 


Pro 


Asn 


Gin 


Val 


Asn 


Gly Ser Arg Asn 


80 


Ser 


Pro 


Asp 


Asp 


Cys Ser 


Val 


Ala 


Lys 


Gly 


Gly 


Lys 


Met Val Ser Ser 


96 


Ser 


Asp 


Asn 


Val 


Gly Met 


Asn 


Tyr 


Gly 


Ser 


Tyr 


Met 


Glu Glu Lys His 


112 


lie 


Pro 


Pro 


Pro 


Asn Met 


Thr 


Thr 


Asn 


Glu 


Arg 


Arg 


Val lie Val Pro 


128 


Ala 


Asp 


Pro 


Thr 


Leu Trp 


Ser 


Thr 


Asp 


His 


Val 


Arg 


Gin Trp Leu Glu 


144 


Trp 


Ala 


Val 


Lys 


Glu Tyr 


Gly 


Leu 


Pro 


Asp 


Val 


Asp 


He Leu Leu Phe 


160 


Gin 


Asc 


He 


Asp 


Gly Lys 


Glu 


Leu 


Cys 


Lys 


Met 


Thr 


Lys Asp Asp Phe 


176 


Gin 


Arg 


Leu 


Thr 


Pro Ser 


Tyr 


Asn 


Ala 


Asp 


He 


Leu 


Leu Ser His Leu 


192 


Bis 


Tyr 


Leu 


Arg 


Glu Arg 


Gly 


Ala 


Thr 


Phe 


He 


Phe 


Pro Asn Thr Ser 


208 


Val 


Tyr 


Pro 


Glu 


Ala Thr 


Gin 


Arg 


He 


Thr 


Thr 


Arg 


Pro Asp Leu Pro 


224 


Tyr 


Glu 


Gin 


Ala 


Arg Arg 


Ser 


Ala 


Trp 


Thr 


Ser 


His 


Ser His Pro Thr 


240 


Gin 


Ser 


Lys 


Ala 


Thr Gin 


Pro 


Ser 


Ser 


Ser 


Thr 


Val 


Pro Lys Thr Glu 


256 



18 



Asp Gin Arg Pro Gin Leu 
Ser Arg Leu Ala Asn Pro 
Leu Leu Glu Leu Leu Ser 
Glu Gly Thr Asn Gly Glu 
Arg Arg Trp Gly Glu Arg 
Leu Ser Arg Ala Leu Arg 
Val His Gly Lys Arg Tyr 
Gin Ala Leu Gin Pro His 
Ser Asp Leu Pro Tyr Met 
Asn Phe Val Ala Pro His 
Phe Phe Ala Ala Pro Asn 
Tyr Pro Asn Thr Arg Leu 
Thr Tyr Tyr 



Asp Pro Tyr Gin lie Leu 
Gly Ser Gly Gin He Gin 
Asp Ser Ser Asn Ser Asn 
Phe Lys Met Thr Asp Pro 
Lys Ser Lys Pro Asn Met 
Tyr Tyr Tyr Asp Lys Asn 
Ala Tyr Lys Phe Asp Phe 
Pro Pro Glu Ser Ser Met 
Ser Ser Tyr His Ala His 
Pro Pro Ala Leu Pro Val 
Pro Tyr Trp Asn Ser Pro 
Pro Ala Ala His Met Pro 



Gly Pro Thr Ser 


272 


Leu Trp Gin Phe 


288 


Cys He Thr Trp 


304 


Asp Glu Val Ala 


320 


Asn Tyr Asp Lys 


336 


lie Met Tbr Lys 


352 


His Gly lie Ala 


368 


Tyr Lys Tyr Pro 


384 


Pro Gin Lys Met 


400 


Thr Ser Ser Ser 


416 


Thr Gly Gly He 


432 


Ser His Leu Gly 


448 




451 



jEaiOft* * 1528 

mom. : i 

h#PS?- : MR 
I^JCDWI : DNA 

mm 

GAATTCCGCG AACGAATAAT TATTATTAGC AATTATTAGC GATCAATAAT CTTGATCACA TT 62 
ATG GCA AGC ACT ATT AAG GAA GCA TTA TCA GTG GTG AGT GAA GAC CAG 110 
TCC TTG TTT GAG TGT GCC TAC GGA TCG CCC CAC CTT GCA AAG ACA GAA 1S8 
ATG ACA GCC TCC TCT TCC AGT GAA TAT GGG CAA ACA TCA AAG ATG AGC 206 
CCG CGC GTT CCC CAG CAG GAC TGG TTA TCA CAG CCC CCG GCC AGA GTT 254 



1? 



ACC 


ATT 


AAG 


ATG 


GAG 


TGT 


AAC 


CCA 


AAC 


CAG 


GTT 


AAT 


GGG 


TCA 


AGG 


AAT 
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